[Parametric identification of mathematical models of population genetics taking into account the geographical dispersion in finite samples].
A method for parameter identification of population genetics' mathematical models, taking account of geographical disperse at limited samples of experimental data on mutant frequency values has been developed. The existence of the MLS (method of the least squares) estimations of the models' parameters studied has been proved, zero approach of the looked for estimations found and the iterative procedure of making them precise shown. A means of building up the a posteriori function of probability density of the zero and following approximations of the models' parameters is pointed out. The possibility of application of the proposed method to find estimations of mathematical models' parameters of population genetics, taking account of geographical disperse, has been shown on the particular example.